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Abstract 

In this paper, the quantum chemistry calculations related to the structural parameter of the 

chromite and molybdate anions and the complexes obtained from them with the glycine and 

alanine amino acids were performed. The calculations were carried out using HF and DFT 

methods and in the base series 6-31G *. Thermodynamic studies related to the formation of 

complexes have been considered and their equilibrium constant has been calculated. Finally, 

by comparing the thermodynamic factors, the stability of the complexes was determined 

relative to each other. 
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In this paper, the quantum chemistry calculations related to the structural parameter of the chromite and 

molybdate anions and the complexes obtained from them with the glycine and alanine amino acids were 

performed. The calculations were carried out using HF and DFT methods and in the base series 6-31G *. 

Thermodynamic studies related to the formation of complexes have been considered and their equilibrium 

constant has been calculated. Finally, by comparing the thermodynamic factors, the stability of the complexes 

was determined relative to each other [1-6]. 

 

 

 

 

   

 

 

 

Fig 1. The structure of complexes with amino acid glycine after optimization 

 

2. Computational details 

  All Computations are performed by means of GAUSSIAN 03 packing [7-9]. Geometries for all compounds 

are computed by means of the density functional theory (DFT) with Beckeʼs three-parameter functional (B3) 

plus Lee, Yang, and Parr (LYP) correlation functional. For all atoms, the standard 6-31G basis set is utilized. 

The structures of molecules were designed primarily using of Gauss View 5.0.8 and nanotube The 

thermochemical properties of chromate and molybdate anions and the complexes resulting from the 

combination of these anions with glycine and alanine were performed using Gaussian 2003 and Gossive 

software. The compositions were first optimized with two hacker-factor and density functional theory in a 

6-31G * series. Then IR studies were performed. All values were calculated at 298 and shown in Table 1. 

The quantities in the complex formation reactions are negative (Table 1). The negativity of the values is 

justified by the following reaction. This is evident because, in complex reaction reactions, it is accompanied 

by a decrease in irregularities and consists of two particles of a particle, hence entropy decreases: 
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The constant equilibrium values of all complexes are calculated and in Table 1, the comparison of constant 

equilibria shows that the molybdenum compounds have a lower equilibrium constant [10]. 

Table 1 shows the values at 298 calculated in the 6-31G * base series in two methods: a HF and DFTb, based 

on (kcal / mol) 

 3. Results 

 

The constant equilibrium values of all complexes are calculated and in Table 1, the comparison of constant 

equilibria shows that the molybdenum compounds have a lower equilibrium constant. 

Table 1 shows the values at 298 calculated in the 6-31G * base series in two methods: a HF and DFTb, based on (kcal / mol) 

 

Correct empirical data on the equilibrium geometries of the complexes of intermediate metal compounds are 

very limited in relation to the major group molecules. Table 2 shows some of the bond lengths of the anions 

and complexes studied in this study. These compounds are measured at HF and DFT levels. The results of the 

table Indicating a general expansion. The length of these bonds in similar cases from Cr to Mo suggests that 

these studies in each HF and DFT method show a significant result, indicating that both methods have the 

same accuracy[11-13]. 

2 2n nM L ML    
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Table 2 Comparison of graft lengths and angles in anions and their complex formation states with glycine and alanine in a 6-31G 

* series with two standard methods of HF and DFT      

 

Conclusion 

The length of the bonds of both complexes of chromium and molybdenum complexes with amino acids shows 

that the molybdenum composition is larger than the composition of Cr, and also the zero point energy obtained 

and the magnitude and Kth for the same compounds of molybdenum and chromium, indicating the stability 

of the molybdenum ratio of the ratio To chromium compounds. 
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